riainh 33 wherein said polypeptide 
% (New) The isolated polypeptide of claitfi wner 

37 (New, An isolated polypeptide compri/ng a polypeptide whose amino acid 
sequence is selected from the group consisting d? SEQ ID NO: 2, 4 and 6. 



Claims 1-24 are 



REMARKS 

pending in the case. Claims 1-8 have been rejected. 



Restriction/Election 

Claims ,.24 are subject to a restriction requirement. Applicant has previously 

T , TgJ, 1 (claims 1-8) and this requirement has now been made 
elected the claims of Group 1 (claims o, 

fina , Appl icant realms the e.ection of the claims of Or . » 
cancelled without prejudice and new c.a.ms 25 - 37 have 
added claims track the claims of Group 1 . 

Informalities 

. . . . tn h p CaU se of the inadvertent inclusion of a 
Tho HisHosure was objected to oecause ui 

"ms -wn in the edited version o, the paragraph attached as an appendix 

hereto. 
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Rejection Under 35 U.S.C. §112 

Cairns 1-8 stand rejected under section 112 (second paragraph) as being 
indefinite because of use of a recitation of an amino acid sequence at leas, 75/. 
identical to sequences contained in the sequence listmg. 

in response, Applicants have cancelled claims 1-8 without prejudice and have 
added new claims 25-37. New claim 25 is directed to an isolated polypeptide compns.ng 
a polypeptide with a, least a 75% identity to SEQ ID NO: 4 and wherein the sequenc 
dent Irs only by conservative amino acid substitutions. (See app,icat,on at page 
23 es 15-17). New Calms 26 and 27 depend from claim 25. Thus, these cla.ms are 
tul | y supported in the application as filed. In add-on, the meaning of conservative amino 
acid substitutions is known in the art (see the Bentle Paten, cited in the Office Act,on 
regarding obviousness). 

Cairns 5 through 8 have been rejected under section 112 because they depend 
from rejected claim 1. New claim 28 includes the limitations of claims 1 an 5-7. Th* 
is claim is fully supported in the application. New Calms 29 and 30 depend rom ,,m 
28 so ,ha, new claims 28 - 30 are believed to avoid the rejection under seCon 12. In 
addln, new claims 31-32 are similar to claim 28 but limited to Group B streptococci 
and, specifically, S. agalactiae. 

New claim 37 is directed to polypeptides comprising the actual sequences of 
SEQ ID NO: 2, 4 and 6. 

in view of these amendments, these claims are believed to be more definite and 
,o fulfill ,he requirements of section 112, second paragraph, by better descnb.ng the 
claimed invention. 

The Office Action also notes that the claims fail to state whether the sequences 
need be contiguous within the recited reference sequences. Applicant responds that 
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sequence identity is defined in the application a, page 10, starting at line 12, and does 
noWequire the residues be contiguous (i.e., it al.ows for gaps in the compared 

sequences). 

Further new claims 28 and 31 are directed to isolated polypeptides otherwise 
found in the indicated microorganisms and thus the claims now recKes "present ,n 
rather than "found in" used in cancelled claim 5. 

,n view of these amendments, Applicants believe that this ground of rejection has 
been overcome and should be withdrawn. 



Rejection Under 35 U.S.C. §102 

Claims 1-3, 5 and 7 have been rejected under section 102(a) based on the 
Spellerberg et al reference. 

Applicant responds that the sequences disclosed in Spellerberg et al are 
contended in the Office Action to be homologous to SEQ ID NO: 2 and 6 whereas new 
claim 25 recites only SEQ ID NO: 4 while new claim 37 recites the actual sequences o 
SEQ ID 2, 4 and 6. In addition, the other new claims require addit,onal hmfebon, not 

found in Spellerberg et al. 

in view of these amendments and the foregoing arguments, Applicants believe 
that this ground of rejection has been avoided. 



6 



Rejection Under 35 U.S.C. §103 

Claims 1-5 and 7 have also been rejected based on obviousness as being 
U npate "I over Spellerberg et a, in view of tbe Bentle ^ 
contended in the off.ce action that, while the sequence of Spellerberg and SEQ ID NO. 
r l nt, exact those skilled in the art would have been motivated to determ.ne the 
22 t of both proteins because of the similarity in structure and because o 
irtching of the Bentie paten, that substations in somatostatin of — e 
amino acid changes would render the activities of the bactenal prote,ns s,m„ar. 

,n response, Applicants note that Spellerberg et a, (1999) is directed to^g a 
protein that binds to human laminin and rec.es the fact that this protem ,s 822 am,no 
^s long and was ab,e to reduce adherence of the wild type , p.te.n t 

mobilized human laminin. However, new Calm 25 no longer rec » SEQ BN06 
and new Calm 28 no longer recites Group B streptococc,. New c a,m 3 e.tes n 
isolated polypeptide present in Group B streptococci, at least 75% .denfcal to SEQ ID 
Te^eL differences arise from conservative amino acid — ti « . he 
polypeptide reacts with authentic anti-S P 36 antibodies (See Example 4 a, page 29-30 

ht ication). Conversely, Spellerberg et a, only teach that their protein reacts w,.h 
Ian I In and that i, may be responsible for attachment of streptococcal organ,sms 
d am Ted epithelium (see Abstract) but do no, indicate that it is immunology 

lacle with an au,hen,ic antiserum generated in an animal (the rabbit of Example 4, 

against Sp36 protein. 

,n addition, the references do no, maKe this claim elemen, obviousness absent 
some experimental data whereas a reference offered to show obviousness must ende 
alb element o, the claim obviousness, either separately or in comb,nat,on. App to s 
22 tha, the reaction demonstrated by Spellerberg was ,he reaction of h,st, , - 
Cged recombinan, protein with immobilized human laminin and no, 
pin, on cells in a human and ,here is no men,ion of immunology, act,v„y of the 
protein studied by Spellerberg et al. 
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• • ie ronnp^ted to charge any additional fees, or credit any 
The Commissioner is requestea 10 uidiyc a y 

refunds, to Deposit Acc't No. 03-0678. 



FIRST CLASS CERTIFICAIfc 

I hereby certify that this 
correspondence is being deposited 
today with the U.S. Postal Service as 
First Class Mail in an envelope 
addressed to: 

Box Missing Parts 
Commissioner for Patents 
Washington, DC 20231 

Alan J. G/ant , Esq. Date 



Respectfully submitted, 




Alan J. Grant, Esq. 
Reg. No. 33,389 

CARELLA, BYRNE BAIN, GILFILLAN, 

CECCHI, STEWART & OLSTEIN 
Six Becker Farm Road 
Roseland, NJ 07068 
Phone: 973-994-1700 
Fax: 973-994-1744 
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AMENDED SPECIFICATION 

The paragraph beginning a. page 28, line 13, has been amended as foiiows: 

Sequence comparisons of the Sp36 encoded protein sequence against the publicly 
Sequence co p microbia| database 

available GenBank sequence database (including 

■ „ , I m- T r ' ™nm n Mm ft) revealed two *Hy 

w " nno „ f these was a predicted amino acid sequence 

homologous amino acid sequences. One of these was a p 

from the S pyogenes genome. This predicted polypeptide comprised 825 am.no acd 
ZZ (MW = 92,6t6 Da) that was 25.1% identical to me Sp36 amino acd sequence 
I pne mococcus serotype 4 but maintained the 5 histidine triads (underiin* ,n F = 
a) SEQ ID NO: 2). The second polypeptide encoded wfthin the S. pyogenes data a e 
cli S several eL that were corrected by our sequencing of this region of the 
^e me DNA foment obtained encoded a protein of 792 
87 457 Da) that was 12.6% identical to the pneumococcal sequence and 12.5 /.identical 
o th^ S pyogenes polypeptide. This predicted amino acid sequence contained fou 
l«ne triadll (undented in Fig. 5(b) - SEO ,D NO, 4). The 
sequence obtained was one already in the database (Accession No. AF062533) and 
rlToniy as an unknow, gene downstream from a gene identified as £ 
galactia e. This 822 amino acid protein thus has a predicted molec* we.h of 9,3 
Da and maintains the 5 histidine triad motifs (undented ,n F,gure 5(C) - SEQ ID NO. 6> 
This Ind polypeptide shows 25.6% sequence identty to Sp36 o, pneumococcus type 4 
and 97.7% and 1 1 .6% identty to the two group A homologs, respectively. 
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